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Figure S1. Analysis of DEGs in different groups. (A) Volcano plot of DEGs in response to sucrose
treatment for 3 h vs. 24 h. (B) Volcano plot of DEGs in response to sucrose treatment for 3 h vs. 72 h.
(C) Volcano plot of DEGs in response to sucrose treatment for 24 h vs. 72 h. Red dots indicate
upregulated genes, and blue dots indicate downregulated genes. Gray dots indicate no significant
differentially expressed genes. Ns, no significant difference. The numbers of upregulated and

downregulated DEGs are shown in the corresponding figures.
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Figure S2. GO enrichment analysis of DEGs in different groups. (A) GO enrichment analysis of the
DEGs in response to sucrose treatment for 24 h and 3 h. (B) GO enrichment analysis of the DEGs in
response to sucrose treatment for 72 h and 3 h. (C) GO enrichment analysis of the DEGs in response
to sucrose treatment for 72 h and 24 h. The dots indicate the number of DEGs, and the color scale

indicates the g-value.

3 hvs 24 h KEGG Enrichment 3hve 72 h KEGG Farichment 24h vs 72 h KEGG Enrichment

[ ) L
®
. @
@ w

. |@w
5 ow

@ 50
o

Pathway

biguinone

0025 o)

0.03 003
. 001

0010 00

0.02

001

020 040 060 080 030 060 080 . 0w 020 040




Figure S3. KEGG enrichment analysis of DEGs in different groups. (A) KEGG enrichment analysis of
the DEGs in response to sucrose treatment for 24 h and 3 h. (B) KEGG enrichment analysis of the

DEGs in response to sucrose treatment for 72 h and 3 h. (C) KEGG enrichment analysis of the DEGs
in response to sucrose treatment for 72 h and 24 h.
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Figure S4. Consistency analysis between RNA-seq data and RT-qPCR results
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Figure S5. Measurement of the anthocyanin content in ‘Kuerle Xiangli’ under sucrose, glucose and

fructose treatments after 96 hours. Asterisks indicate statistical significance (*, p <0.05; and **, p <0.01)
calculated by Student’s t-test.



